We developed a novel assay to examine social interactions in Drosophila and, as a first attempt, apply it here at examining the behavior of Drosophila Fragile X mental retardation gene (dfmr1) mutants. Fragile X syndrome is the most common cause of single gene intellectual disability (iD) and is frequently associated with autism. our results suggest that dfmr1 mutants are less active than wild-type flies and interact with each other less often. in addition, mutants for one allele of dfmr1, dfmr1 B55 , are more likely to come in close contact with a wild-type fly than another dfmr1 B55 mutant. our results raise the possibility of defective social expression with preserved receptive abilities. We further suggest that the assay may be applied in a general strategy of examining endophenoypes of complex human neurological disorders in Drosophila, and specifically in order to understand the genetic basis of social interaction defects linked with iD. This manuscript has been published online, prior to printing. Once the issue is complete and page numbers have been assigned, the citation will change accordingly.
